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Markus BAKKER: Case 1

Category Score’ Comments

Analytical 1.50

The written description of the results is either incomplete or misleading (-0.5 marks)

Comment(s) with no deduction.

Please do not provide a clinical interpretation of the results (=0 Comment with no deduction)
The summary should mention that 5933 probe has not been deleted (=0.5 The written description is
incomplete)

Interpretation -

Clerical accuracy -

Not marked: Analysis only

Not marked: Analysis only

Christophe MULLER: Case 2

Category Score'’ Comments

Analytical 1.50

FISH ISCN error. See EQA summary report. (-0.5 marks)
ISCN error: The correct ISCN is nuc ish(DXZ1,DYZ3)x1[400]// (=0.5 ISCN error)

Interpretation -

Clerical accuracy -

Not marked: Analysis only

Not marked: Analysis only

Analytical 1.50 Recommendations None
Interpretation Not Performance Statement? Satisfactory
marked
Clerical accurac Not
Y | marked

Thank you for your participation

* To be read in conjunction with the EQA Summary Report
1 The maximum score for each category is 2.00
2 There are only two categories of performance for any EQA,; "Satisfactory" and "Poor"
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